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Rank Name

Strain Pairwise Similarity

Streptococcus thermophilus

1 (B (55 15 2L 2 W B0 B3 B ) ATCC 19258(T) 100.000
2 Streptococcus salivarius ATCC 7073(T) 99.734
3 Streptococcus vestibularis ATCC 49124(T) 99.602
it b ¥11520 bp
Rank Name Strain Pairwise Similarity

Lactobacillus gasseri

(P B2 2L )

¥ e ATCC 33323(T 100.000

U | it i PR LR ) ™

2 Lactobacillus taiwanensis FIRDI 006(T) 99.605
Lactobacillus johnsonii

3 ATCC 33200(T) 99.412

i FL #1506 bp
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