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Acetobacter cibinongensis 177357 Halomonas janggokensis 177967
Acetobacter indonesiensis 177367 Halomonas magadiensis 177837
Acetobacter orientalis 177377 Halomonas meridiana 177847
Acetobacter syzygii 177387 Halomonas variabilis 177867
Acetobacter tropicalis 177397 Halomonas venusta 177877
Aeromonas hydrophila subsp. ranae 177687 Isoptericola dokdonensi 16880 "
Alkalibacterium iburiense 177917 Isoptericola halotolerans 168787
Alkalibacterium psychrotolerans 177927 Isoptericola hypogeus 168797
Alkalibacterium olivapovliticus 177797 Isoptericola variabilis 168777
Alteromonas simiduii 17572 ™* Jonesia quinghaiensis 17756 "
Alteromonas tagae 175717 Kocuria carniphila 177647
Asaia bogorensis 177407 Kocuria marina 177667
Asaia krungthepensis 177417 Kocuria rhizophila 177657
Azospirillum doebereinerae 177327 Kozakia baliensis 177447
Bacillus isabeliae 178377 Labrys neptuniae 175787
Bacillus amyloliquefaciens 177107 Lactobacillus ultunensis 177147
Bacillus niabensis 178297 Lactobacillus acetotolerans 177097
Brachybacterium phenoliresistens 17589 T* Lactobacillus kalixensis 177137
Brevibacillus reuszeri 178287 Lactobacillus mucosae 178277
Brevundimonas aurantiaca 177637 Lactobacillus sp. 17753*
Brevundimonas intermedia 177617 Lactobacillus sp. 17754*
Brevundimonas nasdae 177627 Lactobacillus buchneri 17759*
Chryseobacterium taiwanense 17412 ™ Lactobacillus buchneri 17760*
Clostridium carboxidivorans 177987 Luteimonas composti 17598 ™*
Clostridium ljungdahlii 177977 Marinobacter gudaonensis 177997
Comamonas odontotermitis 17576 ™ Marinobacter lipolyticus 178007
Delftia tsuruhatensis 177587 Marinobacter maritimus 178017
Dietzia kunjamensis 168717 Marinobacter salicampi 177947
Enterobacter ludwigii 177167 Marinobacter vinifirmus 178027
Flavobacterium denitrificans 177677 Methylobacterium aquaticum 177467
Geobacillus caldoxylosilyticus 177807 Methylobacterium isbiliense 177487
Gluconacetobacter saccharivorans 177437 Methylobacterium suomiense 177457
Gluconacetobacter nataicola 177427 Methylobacterium variabile 177477
Halomonas aquamarina 177817 Methylobacterium thiocyanatum 177207
Halomonas gomseomensis 177957 Nocardioides fonticola 168747
Halomonas halodurans 177827 Nocardiopsis exhalans 168817
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Nocardiopsis synnemataformans 168827 Bionectria compactiuscula 34281*
Nocardiopsis halophila 162647 Bionectria ochroleuca 34282*
Oceanobacillus oncorhynchi 177907 Bionectria pseudostriata 34283*
Oceanobacillus iheyensis 177757 Biscogniauxia albosticta var. orientalis 33715
Oceanobacillus oncorhynchi subsp. incaldanensis 177767 Biscogniauxia ambiens 33716 ™
Oceanobacillus picturae 177777 Biscogniauxia cylindrospora 33717 ™
Oceanobacillus profundus 177787 Biscogniauxia formosana 33718 ™
Oceanobacillus chironomi 177747 Biscogniauxia formosana var. kentingensis 33719 ™
Paenibacillus cookii 178167 Biscogniauxia philippinensis var. microspora 33720*
Paenibacillus taiwanensis 174117 Calonectria kyotensis 34284*
Pediococcus pentosaceus 17804 Clonostachys rosea 34195
Pediococcus pentosaceus 17803 Coemansia aciculifera 34203
Planococcus maritimus 178257 Coemansia aciculifera 34203
Planococcus rifietoensis 178267 Coemansia aciculifera 34229
Pontibacillus chungwhensis 177347 Coemansia erecta 34199
Pontibacillus marinus 177337 Coemansia erecta 34228
Pseudoalteromonas agarivorans 178197 Coemansia linderi 34192*
Pseudoalteromonas aliena 178207 Coemansia nantahalensis 34200
Pseudoalteromonas elyakovii 178387 Coemansia nantahalensis 34200
Pseudoalteromonas haloplanktis 178217 Coemansia reversa 34201
Pseudoalteromonas issachenkonii 178477 Coemansia spiralis 34204
Pseudoalteromonas marina 178187 Coemansia spiralis 34230
Pseudoalteromonas paragorgicola 178227 Coemansia spiralis 34231
Pseudoalteromonas undina 178247 Coemansia aciculifera 34181*
Pseudoalteromonas translucida 178237 Coemansia furcata 34182*
Pseudomonas argentinensis 178077 Coemansia furcata 34183*
Pseudomonas jessenii 178137 Coemansia furcata 34184*
Pseudomonas moraviensis 178087 Coemansia furcata 34185*
Pseudomonas putida 17721 Coemansia furcata 34186*
Pseudomonas sp. 17722 Coemansia furcata 34187*
Rothia terrae 17588 ™* Coemansia furcata 34188*
Salmonella bongori 177157 Coemansia furcata 34189*
Sphingomonas yabuuchiae 17703* Coemansia furcata 34190*
Thiobacillus thioparus 17723 Coemansia linderi 34191*
Thiobacillus thioparus 17724 Coemansia linderi 34193*
Thiobacillus thioparus 17725 Coemansia mojavensis 342027
Thiobacillus thioparus 17726 Cordyceps militaris 34194
Thiobacillus thioparus 17717 Cosmospora obscura 34285*
Trabulsiella odontotermitis 17577 Cosmospora vilior 34286*
Virgibacillus halophilus 177737 Haematonectria haematococca 34287*
Lanatonectria flocculenta 34288*
Bullera globispora 231287 Nalanthamala psidii 34322 T*
Bullera pseudoalba 231237 Nectria balsamea 34289+
Bullera unica 231247 Nemania chrysoconia 33710
Cryptococcus carnescens 231277 Nemania macrocarpa 33712
Cryptococcus dimennae 231297 Nemania maritima 33711 ™*
Cryptococcus flavescens 231017 Neonectria coronata 34290*
Cryptococcus laurentii 231227 Neonectria discophora 34291*
Cryptococcus nemorosus 231197 Neonectria jungneri 34292+
Cryptococcus peneaus 231267 Neonectria rugulosa 34293*
Cryptococcus zeae 231177 Ophionectria trichospora 34295*
Kazachstania jiainicus 23098 ™* Penicilliopsis clavariaeformis 33731 ™
Malassezia slooffiae 231157 Penicilliopsis pseudocordyceps 33730 ™
Malassezia globosa 231147 Phytophthora avicenniae 34306
Malassezia obtusa 231167 Phytophthora avicenniae 34307
Malassezia sympodialis 231137 Podospora anserina 33669*
Mrakia frigida 231037 Podospora fimiseda 33666*
Pichia anomala 23112 Podospora formosana 33664*
Pichia anomala 23111 Ramicandelaber brevisporus 34197
Rhodotorula yarrowii 231207 Ramicandelaber longisporus 34196
Rhodotorula mucilaginosa 231307 Sordaria fimicola 33665*
Sporobolomyces yunnanensis 231027 Stilbocrea gracilipes 34296*
Tetrapisispora namnaonensis 231217 Xylaria papulis 33667*
Albonectria albida 34278* CAM 41818
Albonectria rigidiuscula 34279*
Ascocoryne cyclichnium 33668* Escherichia coli phage MS2 70235

Bionectria compactiuscula 34280* T RMERSRR: Y Ak
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kansasii/M. gastri » M. malmoense/
M. szulgai » M. marinum/M.
ulcerans @, M. tuberculosis complex
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M. tuberculosis complex » X 16S-
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Kasai ZF A f%7%H H 1257~1263
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BIRELE R, 91% » M. tuberculosis
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TR B REE R & 53 15 FR
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K RSB RS M. kansasii ~ M.
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B= - LLPCRIZIE M. kansasi & M. gastri8) gyrB 5
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8 BERER_EDBEE M. kansasy 8BRS TR -
lane 10-11 RERK EDBEE M. gastr804BARE

TR o 1BIAHRT PCR EYAR 368 bp (¥ o
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P9 - M. bovis (lane 2)Ei M. microti
(lane 5) =] DA Rsal {EH#&AY[E 3
AR+ #5517 500 bp k2 700 bp
I ER I 1 M. tuberculosis 2
M. africanum HIJ&EA 600 bp B9
Bt -

LA Tagl fEH% » M. tubercu-
losis 1521 300 bp BIfTEx » HE=
PREHIZE 150 bp HYFrE « DA E
i e~ ] FIFH RFLP 534 gyrB A&
(KR [ 32 % 53 M. tuberculo-
sis complex @9 -

A6 - ZELR#R M. tuberculosis
complex 4 #REHY gyrB AXIF41]
% - BHEBEA R RS AR
AR - BG B AR B A ryZess -
AR ARKZE - B2t EEYa
R TR AR A A PLEE M
PSRN Sl g e I ]
FERRI G o g te A EHER AT 4
FHAHIEL—FAM. tuberculosis com-
plex H 4 £RE&AY pirmer » 756-G
1410-C H u]ie%E H, M. tuberculosis
(19 gyrB ELKIFES - 756-A K 1410-
A HU a3 H M. bovis 4 gyrB £L K]
%1 » 756-G Jz 1410-A ] #gE
M. africanumBygyrB £ [Xf751] »
756-G J¢ 1450-A Eil 675-T ¢z 1410-
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