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International Journal of Cancer

Addresses of cell culture collections and DNA profiling laboratories for cell line authentication

Website

E-mail

American Type Cell Culture Collection
(ATCC-USA), Molecular Authentication

Resource Center (MARC)
Australian Cell Bank

China Center for Type Culture Collection

(ccTee)

Chinese Academy of Sciences Cell Bank
of Type Culture Collection (CBTCCCAS)

Colorado Cancer Center’s DNA
Sequencing & Analysis Core

Coriell Institute for Medical Research
European Culture Collection of Cell
Cultures (ECACC)

German Cell Culture Collection

Hong Kong Cell Culture Collection

(HKUCC)
Identicell, Dept of Molecular Medicine,

Aarhus University Hospital, Denmark
Italian Cell Bank

Japan Cell Bank

Multiplexion

RIKEN Resource Centre, Japan

South-Korean Cell Bank

Taiwan Bioresource Collection and
Research Centre (BCRC)

http://www.atcc.org

http://www.cellbankaustralia.com

MARC@atcc.org

info@cellbankaustralia.com

http://www.cctcc.org

http://loki.uchsc.edu/

http://www.coriell.org

http://www.hpacultures.org.uk

http://www.dsmz.de

http://www.identicell.eu

http://cellbank.nibio.go.ip/

http://www.multiplexion.de

http://www.brc.riken.jp

http://www.bcrc.firdi.org.tw

cctcc202@whu.edu.cn

Xiruige@sunm.shcnc.ac.cn

christopher.korch@ucdenver.edu

kdhyde@hkucc.hku.hk

contact@identicell.dk

paolo.romano@istge.it

info@multiplexion.de

bokghee@nih.go.kr

gfy@firdi.org.tw :llc51@firdi.org.tw

( H#; & H http://onlinelibrary.wiley.com/journal/10.1002/%28ISSN%291097-0215/homepage/ForAuthors.html#AUCEL)
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