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A B & 54 (Genotypic analysis)

L heesus DSM 20078' (WA113779)
L. gatinarum ATCC 33199' (AK17737)
—L uitunensis OCUG 48460" (AY253660)

L kitasatonis JCM 1039" (AB107638)
L amylovorus DSM 20531" (AY944408)
n L kefeancisciens DSM 5016’ (AM113781)
[ L amyloyicus DSM 11664’ (117361)
L hamsteri DSV 5661" (A306298)

Ly L kalronsis LMG 22118 (AY253657)
— L intestinals DSV 6629 (A1306299)
L delbruecki subsp. sctis ATCC 12315 (AY050173)
,{{L delbruecki subsp. delbruscki DSV 20074' (M58814)
L

Lactobacillus delbrueckii
subsp. bulgaricu.

Lactobacillus acidophilus

7' (AV421720)
L delbrueci subsp. bugancus JCM 1002 (AB007908)
L acetotolecans JCV 3825' (AB303841)
psitaci CCUG 42378 (A272391)
L jensen ATCC 25256" (AF243176)

_ . L tamanensis BCRC 17755' (EU487512)
Applied Biosystems L ey
3730 DNA Analyzer ookt

L amylophius DS 20533' (M58806)
L reuteri DSV 20016" (X76328)

) i . : ' Phylogenetic tree based on 16S rRNA
Bifidobacterium animalis. Enterococcus faecium genes of Lactobacillus strains

subsp. lactis
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